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In this study of Arabidopsis lyrata subsp kamchatica. ... Fragment Analysis results I A Samples 34, 36, 37 are
This experiment is trying to determine the polymorphism of microsatellite loci that might be used 6 Primer Pairs Amplified e ——————— T homozygous (1 allele)
to determine the self-fertilization rate. 1 Pair indicates polymorphism: locus nga 112 (refer to i
Microsatellite loci used- genes with high intraspecies variation. Flgu_re 4) | | . o | ol
1 sample from each of 8 separate populations were taken. 5 Pairs indicate monomorphism: no variation within loci | ] EEE—

Collected from northern Interior to costal Southwest Alaska. : in‘ =

How the study was conducted... Within polymorphic mlcrosatelll_te samples of locus nga 112 (7 samples) Figure 5. This fragment analysis program is : L mﬁ
_ Observed Heterozygosity: showing microsatellite ~ |oesimeen—— ow = e
Standard PCR and fragment analysis protocol were used. .. loci ICE 11. Though
_ 3 homozygous (43%) samples: amplified only 1 allele there are two peaks for N - L L
What was discovered... 4 heterozygous (57%) samples: amplified 1+ allele each Sample-h_ThiS loci e e
. . - monomaor Cc (NO p
Only 1 microsatellite locus of 6 analyzed had.he_terozygosny. | Expected (calculated) frequency of genotype: Saria(?tioon).oAlsatIJid(opsis 33333 = l“ L
There were too few samples analyzed to statistically conclude a reproductive pattern. Homozygous: 28.5%...the same for each sample, no variation plants are tetraploids, L
: ' ' ’ and have 2 - ,
What it means... Heterozygous: 71.5%...variation from other samples chromosomes from ) ‘ﬁ;‘o
Polymorphism in 1 locus might indicate ability to outcross (sexual reproduction) cach parent. Whatis | Lo
The lack of diversity overall might indicate reproduction through mostly self-fertilization (selfing). Hardy_Weinberg Equ|||br|um (HWE) Re|a’[ionship between on two different JA—— = e
Since subsp. genetic ancestors (parents) were outcrossing (sexual reproduction), hybridization alleles and genotypes S, . o lw jp

factor or mutation might have led to a reproductive preference to selfing. Assumptions include no genetic drift, no selection, random mating
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and a large population size. Conclusions
If samples are “out of equilibrium”, a HWE assumption is violated.

Objectives... Chi Square Results .
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Discover polymorphic microsatellite loci using primers designed by Clauss et. al. | Square Itest IS a statistical test of the assumption Samples may be in HWE, but cannot rejected or supported due
2002. of HWE. It Is used to determine If the to sample size.
Using these microsatellites, we can learn about various properties of Arabidopsis oblserved values differ from the expected Test failed to reject HWE- may still be within HWE (outbreeding)
Values.
Miah Iyratla. f ducti denci The results from our Chi-square did not reject the null results based on number of samples taken
Ight reveal rate of reproductive tendencies. _ ) _ i '
hypothesis that these samples are in HWE. | More s.an.]ples ampllfle.d.may have. seen different results.
ﬂ This result may be due to small sample size Of the 6 primers originally amplified, 5 primers showed no
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 subsp. __ysubsp.__ subsp. 5 leading to low statistical power. polymorphism.
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Figure 3.

Amplified with polymerase chain reaction (PCR) using ready-made PCR beads. Interviews with Diana Wolf, June-July, 2007.

*- Self-incompatible

Visualized using electrophoresis to confirm presence of PCR product. *_ Self-compatible
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