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What is the geographic distribution of genetic 
diversity in the eastern Bering Sea of Pacific 
herring, Clupea pallasii?
How does it compare to spawning populations in 
the Gulf of Alaska?
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DNA was 
extracted from 
heart tissue for 96 
samples

The control region  (CO1) of 
mitochondrial genome 
was amplified with herring 
specific primers from Lui 
(2011)

Sanger 
Sequencing

Analysis with 
Geneious Prime

Statistical 
Analysis 

Continue with the remaining samples 
and compare the genetic diversity from 
these regions in the Bering Sea to each 
other.

To follow this and the 
larger project, use this 
link to see the project 
website.
icnicolier@alaska.edu
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Analysis with R 
Studio

Pacific Herring are a foundational foraging 
fish whos annual spawn affects multiple 
trophic levels. Including humans wether tht 
be the harvesting of their roe from kelp or 
hemlock branches or fisherman pulling 
them up in their nets. Culturally herring can 
be described as keystone to many 
indigenous groups, highlighting Tlingit and 
Haida.
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Some studies done along the Pacific Coast have found that 
there are differences between populations in the Bering 
Sea and the rest of the west coast (Hay et al. 2008). 
Research has also shown that Pacific herring populations 
in Alaska may be genetically distinct from eachother 
(O’Connell et al. 1998). However, a fine scale analysis of 
herring population structure in the eastern Bering Sea has 
not yet been achieved. Better understanding the 
population genomics of Pacific herring in the Bering Sea 
will lead to better fisheries management decisions. 

Background:

Map of the COI region highlighting the SNPs

Map from Liu et al. (2011)


